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MEHIE:
Duy Phuoc Tran (ER&ZKF-8%)

A02 Dynamic Structure Analysis of Proteins via Integration of Data and Simulation

MEARE:
Florence Tama
(Professor, Nagoya University and RIKEN Center for Computational Science)

We investigate the structure, function, and dynamics of biomolecules through the
development and application of integrative modeling computational tools that combine
experimental data from various sources, including X-ray crystallography, cryo-EM, SAXS, and
AFM, with molecular dynamics simulations.

o aE:
Osamu Miyashita (Senior Scientist, RIKEN Center for Computational Science)

My research focuses on developing computational tools for experimental data analysis and
structural modeling. This project specifically targets the analysis of time-resolved experimental
data from X-ray free electron lasers and the interpretation of conformational ensembles
derived from SAXS and cryo-EM data.
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C03 Development of near-infrared fluorescent biosensors through generative design

and directed evolution

MRARE:

Robert E. Campbell (EmA%-#%4%)

My research involves the use of protein engineering, directed evolution, and chemical
biology for the development of genetically encoded tools for fluorescence imaging and

illumination-dependent control of cells and tissues. Our current focus is on developing far-red
and near-infrared fluorescent biosensors for imaging of neural activity and metabolism.
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